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RNA was extracted from the bone marrow (BM) samples of
patients with AML (N=515), MDS (825), and CHIP (N=915).
cfRNA was extracted from the peripheral blood of patients
with AML (N=30), MDS (N=184), and CHIP (N=502). BM
RNA and cfRNA were sequenced using 1500 gene targeted
RNA next generation sequencing (NGS) panel. The
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this analysis. Random forest algorithms were developed
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then used to test if cfRNA samples show the same results : : Phone: 657-202-5950
obtained from BM samples. -Peripheral blood cfRNA reflects bone marrow environment and can be used as an

alternative to bone marrow in monitoring cytokines/chemokines and their receptors.
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